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Roundabout signaling pathway NN NN N N e e 88.66
regulation of negative chemotaxis INIINENIEN NN N N P e . 88.23
kidney development NN NN N Y e 83.29
olfactory bulb interneuron development NN NN 82.13
renal system development NN NN N N Y i 80.83
regulation of cellular response to growth factor stimulus IR RN R R D D ey e 79.20
urogenital system development NN NN Y Y. 77.51
cell development NN NN YN 76.26

olfactory bulb interneuron differentiation |IREE_—_EE N N N e e 75.40

chemorepulsion involved in postnatal olfactory bulb interneuron migration NN NN YN 72.91
negative regulation of chemotaxis NN NN Y - 71.34

negative regulation of chemokine-mediated signaling pathway RN RN R D N Dy s 70.04
neuron differentiation NN RN N N e e 69.52
regulation of chemokine-mediated signaling pathway RN RN RN N D e N 68.03

tangential migration from the subventricular zone to the olfactory bulb NN NN YN 67.81
olfactory bulb development [N N N N e 66.89

olfactory lobe development NN N N N NN 66.82
circulatory system development [N N N N e N 65 .95
substrate-dependent cerebral cortex tangential migration NN N N N e s 65.90
central nervous system development NN NN N N N e 65.90
tube development NN N N N e 65.79
ureteric bud development NN NN N N e 65.60
mesonephric tubule development [N N N N e 65.56
regulation of multicellular organismal development RN RN N N N N e 65.48
mesonephros development NN NN NN 64.91

epithelial tube morphogenesis IIIEEGEINEGEGEGEG NN N N 63.67

forebrain neuron development NN N N N N 63.49

cerebral cortex development NN NN NN 62.75

positive regulation of neurogenesis Gz GGG N N NN 62.33

cerebral cortex tangential migration NN NN NN Gc2.26

anatomical structure morphogenesis [N N N N NN 6194

cell migration involved in sprouting angiogenesis NN N N N e 61.53

positive regulation of neuron differentiation IR RN DR D DN | 60.69

negative regulation of negative chemotaxis IR NN DN DN N I 60.06
tube morphogenesis NN RN N N . 60.04

heart development NN N N N s 59.21
positive regulation of cell development IR NN R D DN N 59.00
telencephalon development NN N N N s 58.02
substrate-dependent cell migration IR RN RN DN N N 57.49
blood vessel endothelial cell migration NN NN NN 57.41
regulation of developmental process NN RN DN N N 56.91
generation of neurons INEEGEGGENGEGEEN NN NN 56.48
morphogenesis of an epithelium NN N N N 55.96
kidney epithelium development NN N N NN 55.54
regulation of cell differentiation [INEG—_NGEG_G_ N N NN 55.51
regulation of neuron differentiation NN NN N NN 55.36

positive regulation of axonogenesis I NN DN DN NN 55.06
pallium development NN N NN 54.94

neurogenesis NG N N NN 54.87
regulation of neurogenesis IIIIEGzGGNGEGGEN N NN 54.77
positive regulation of nervous system development NN N NN 554.61
forebrain neuron differentiation NN N EEN554.46
regulation of epithelial cell proliferation [N RN RN DN NN 54.38
cerebral cortex cell migration NN NN NN -52.88
forebrain generation of neurons NN NN 52.64
axon midline choice point recognition NN N NN 5258
tissue morphogenesis NG N NN 52.35
regulation of multicellular organismal process NN N NN 51.69
regulation of cell development NN N N NN 51.46
central nervous system neuron development NN N N N 50.36
axon choice point recognition [INEGEG_lGEGEG_G_ N N . 49.92
regulation of nervous system development IR N DN DN N 49.78
forebrain development [N N N . 49.41
epithelium development NN NN DN N . 48.67
digestive tract development NN N N . 48.18
telencephalon cell migration IR N N . 48.14
forebrain cell migration INEG_EN N N 47.80
positive regulation of cell differentiation NN N N N . 47.48
apoptotic process involved in luteolysis NI R RN DN N 47 .44
luteolysis INEG—_ITEN N - 47.20
digestive system development NN NN DN N N 47.04
lung morphogenesis NN NN 46.78
nervous system development [N N NN 46.32
spinal cord development [N NN NN 46.24
negative regulation of nervous system development [N N NN 46.02
positive regulation of developmental process NN N NN 46.00
cell differentiation INREG_GEG_G__N - 44.97
central nervous system neuron differentiation NN NN 44.80
cellular developmental process I NN N NN 44.39
positive regulation of multicellular organismal process NN NN 43.83
autonomic nervous system development NN NN 43.64
lens morphogenesis in camera-type eye NN N NN 42.98
animal organ development NN NN NN 42.53
regulation of axonogenesis INIEGEGGEGNGGEN NN 42.49
neuron development NN NN NN 42.36
axon guidance INNNEGNEIN N NN 41.87
neuron projection guidance [N NN N NN 41.80
sympathetic nervous system development [N N NN 41.67
ameboidal-type cell migration NN RN RN 41.41
branching morphogenesis of an epithelial tube INIIIENNENENENI41.21
regulation of transcription regulatory region DNA binding NN NN 41.13

regulation of cell morphogenesis involved in differentiation NN NN 40.26
brain development [N N 40.03

heart morphogenesis NN NN 39.36

cell projection organization IR RN RN N 39.36

apoptotic process involved in development [N N N 39.30
head development NN NN N 38.94

mesenchymal cell differentiation IR R N N 33.78
homophilic cell adhesion via plasma membrane adhesion molecules NN NN 38.32
morphogenesis of a branching epithelium NN NN 38.24
neuron projection morphogenesis NN NN 37 .42

cell projection morphogenesis NN NN 37.28

system development [N NN 37.27

tissue development NN NN 37.14

cell part morphogenesis I NN NN 36.80

morphogenesis of a branching structure IR N 36.77
axonogenesis NG NN NN 36.68

cell morphogenesis involved in differentiation I N NN 36.67
chemotaxis [INEG_IGN NN 36.00

positive regulation of neuron projection development NN NN 34.95
axon development [INEEG_EN NN 34.86
cell morphogenesis involved in neuron differentiation NN 34.28
negative regulation of neurogenesis NN N 33.39

mesenchyme development NN NN 32.84

neuron projection development NN NN 32.68

regulation of cell morphogenesis NN 32 .45

regulation of DNA binding NN NN NN 32.14

cell morphogenesis INIIEGzGGNENE31.79

regulation of anatomical structure morphogenesis NN 31.49
neural crest cell development NN NI 30.95

cell-cell adhesion via plasma-membrane adhesion molecules NN 30.79

mesenchymal cell development [N NN 30.52

stem cell development NN NN 30.48

cellular component morphogenesis NN 30.15

regulation of metanephros development NN 30.01

regulation of neuron projection development NN 29.96

retinal ganglion cell axon guidance [N 29.91

embryonic epithelial tube formation NN 290.81

neural crest cell differentiation IR 29.67

epithelial tube formation NN NN 290 .51

regulation of epithelial cell differentiation involved in kidney development NN 28.15
morphogenesis of embryonic epithelium NN 27.63

regulation of nephron tubule epithelial cell differentiation NN 27.50
tube formation INEEGGGEGEGNGEE 27 .37

regulation of cell projection organization NN 25.75
locomotion NN 23.52
mesenchymal cell proliferation INEEEEEEN 23.22
stem cell differentiation NN 22 .81
metanephros development NN 22 .42
regulation of kidney development NN 21.47

branching involved in ureteric bud morphogenesis NN 20.40

developmental growth involved in morphogenesis NN 20.17
animal organ maturation [N 20.16

movement of cell or subcellular component NN 20.14
regulation of protein phosphorylation NN 19.48
ureteric bud morphogenesis I 18.64
organ induction NN 18.52
mesonephric tubule morphogenesis NN 18.34
cell migration NN 17.41
nephron tubule morphogenesis NN 17.36
nephron epithelium morphogenesis NN 17.21
nephron morphogenesis NN 17.20
renal tubule morphogenesis NN 16.66
cell motility NN 16.19
nephron tubule development NN 15.54
developmental induction NN 15.33
renal tubule development NN 15.33
kidney morphogenesis NN 15.31
nephron epithelium development NN 14.18
hair follicle morphogenesis NN 13.91
intracellular signal transduction NN 12.65
regulation of animal organ formation NN 12 .44

epithelial tube branching involved in lung morphogenesis N 11.85
regulation of fibroblast growth factor receptor signaling pathway Illlll 10.92

egulation of mesenchymal to epithelial transition involved in metanephros morphogenesis Il 9.65
positive regulation of peptidyl-serine phosphorylation of STAT protein [l 8.00

regulation of peptidyl-serine phosphorylation of STAT protein [l 7.69
enteric nervous system development [l 7.08

renal vesicle morphogenesis [l 6.88

glial cell-derived neurotrophic factor receptor signaling pathway Il 6.67
posterior midgut development Il 6.66

renal vesicle development Il 6.51

positive regulation of transcription regulatory region DNA binding Il 6.04
nephron tubule formation Il 5.39

phasic smooth muscle contraction Il 5.14
regulation of neuron maturation Bl 4.19
nerve development lll3.71

regulation of cell maturation B 3.67
neural crest cell migration ll3.33

midgut development Il 3.31

positive regulation of metanephros development l2.56
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